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Illumination ait 472 nM 
Figure 1 0 
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Illumination at 350 nM 
Figure 1 1 
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mRNA 



A) Binding of CNAC to poly A tail 

poly A tail 

-AAAAAAAAA A A A A A A AAA A A A A A AAA A A AAA A A AAA AAA A A A A AAA AAA A A A A A AAA A A A AAA A A - 3 ; 
UUUUUUUUUUTTTTQQQQQQQQ 

CNAC 

U = Uridine (ribonucleotide) 
T = Thymidine (deoxyribonucleotide) 
RNase H Q. = Inosine (ribonucleotide) 



B) elimination of poly A 
segment by RNase H 



mRNA 



■4AAAAAAAAAAAAA-3 ' 

UUUUUUUUUUTTTTQQQQQQQQ 

CNAC 



C) Incorporation of primer 
binding site by template 
dependent extension of analyte 



Rerverse 
Transcriptase 



mRNA 



-AAAAAAAAAAAAAAAAAACCCCCCCC-3 1 
UUUUUUUUUUTTTTQQQQQQQQ 

CNAC 



D) Removal of CNAC and binding of primer with promoter sequence 



mRNA GGGGGGGG-promoter-5 ' 
-AAAAAAAAAAAAAAAAAACCCCCCCC-3 ' 



Figure 13 
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